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Imultiomics SILAC-DMEM (K8R10) Kit SM202103 More info.
Imultiomics SILAC-DMEM (3plex) Kit SM202104 More info.
Imultiomics SILAC-RPMI (K8R10) Kit SM202108 More info.
Imultiomics SILAC-RPMI (3plex) Kit SM202109 More info.
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(1) XANFE SILAC FRic B4 B ik 47 VR A7 R Pl (SILAC 56 4215 77 5E+10% DMSO (U
Sigma-Aldrich, #D2650)).
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SILAC labeling efficiency>95% SILAC labeling efficiency>95%

SILAC labeling efficiency MS check. Human cell line was labeled with SILAC-DMEM (3plex) Kit (Imultiomics. SM202104) for 5
passages. Protein samples of K4R6- and K8R10-labeled cells were extracted and digested using Co-IP/Pull-down In-solution Trypsin
Digestion (ISD) Kit (Imultiomics, MG04). Desalted peptides were measured by Orbitrap Fusion (ThermoFisher Scientific). The

representative peptides of B-actin showed that SILAC labeling efficiency were more than 95%, suitable for downstream applications.
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#s S RS EEERA
MGO1 | IP-MS &I & (3xFLAG tag) B i HAE/ S A8 ik LFQ (1]
MG02 | SILAC-IP-MS E#HEikF& (3XFLAG tag) & AR HAE/ R 18R ik SILAC [2, 3]
MGO5 | SM-PD k& (Biotin tag) NGB U LFQ[1]
MGO8 | SILAC-SM-PD H#£iX7& (Biotin tag) NG TR R TR SILAC [2, 3]
MGO06 | SM-PD 4R (Alkyne tag) NG TR U LFQ[1]
MG09 | SILAC-SM-PD &4iR7& (Alkyne tag) INGYT--HI S5 R A TR SILAC [2, 3]
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MGO07 | SM-PD &R FI& (Azide tag) NGy T S R A T i LFQ 1]
MG10 | SILAC-SM-PD &4EiRFI& (Azide tag) NG TR P R A G SILAC [2, 3]
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